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1. Polymerase chain reaction
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2. Restriction enzyme
3. Transformation

4. Kozak sequence

5. Shine-Dalgarno sequence

6. TATA box

7. Telomerase

8. Southern hybridization

9. cDNA library

10. Heterogeneous nuclear RNA (hnRNA)
11. Small nuclear RNA (snRNA)

12. Alternative splicing

13, Retroposon

14. Nonscnse mutation

15. BLAST®
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