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1. 7}?%}\"%7’1%#%’%’"%‘&5@ CBERMRR  AE AR NILE PERZ
ArigEx & 7 (A)lnvertase (B)Lactase (C)Sucrase (D)Urease ©

2. C18:22%" R 3= 7R —~ AR5 B 8 ? (A)Oleic acid (B)Linoleic acid
(C)Linolenic acid (D)Arachidonic acid -

3. FHIAF— B A AEEY 280 nm kR F KR ZBLE 0
(A)Histidine (B)Phenylalanine (C)Tyrosine (D)Tryptophan -

4. F ¥ A M DNA i8¢ 2 Sl f 54 3% ? (A)A/T=1.0> G/C=1.0 (B)H {%&
polynucleotide chain 4 sb 4 4 i, 2 82 3%  (C)F 44 polynucleotide &
HMERBEEM DOEAERKAT  DNA - FHAFEEH -

5. F P BR—F2 4 & £ 32 Carboxylation reaction v CO, 8938 F 1 ¢
(A)Vitamin By, (B)Vitamin B, (C)Vitamin C (D)Biotin -

6. T %) B 7 Allosteric enzyme 2 4L it f77 2 % 3% ? (A) % %t Allosteric
enzyme >z Multisubunit protein (B)Allosteric enzyme F& 7 Catalytic site
gh T e Allostericsite (C)E A BB E SR Rk & A5 1E
Michaelis-Menten /& X, £ Sigmoid # (D)E & & & 47T 55 & Allosteric

effector »
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7. 4 TCAcycle ¥ » " — R ;A NAD A #8552 % S 850 £ ¢
(A)Malate dehydrogenase (B)Succinate dehydrogenase (C)lsocitrate
dehydrogenase (D)a-Ketoglutarate dehydrogenase ©

8. 44 % Antimycin A + TH BRI F R4k P A — 20 T T L)
5 7 (A)NADH= Coenzyme Q (B)Cytochrome a— Cytochrome as
(C)Cytochrome ¢=>Cytochrome a (D)Cytochrome b= Cytochrome ¢, °

9. Palmitic acid & & & % {B144 22 & [-oxidation » 7 £ £ 2 £.1b A&,
Acetyl-CoA ? (A)6 (B)7 (C)8 (D)9 »

10. & AEE > T 347# R & & Linoleic acid #7449 7
(A)Arachidonic acid (B)y-Linolenic acid (C)a-Linolenic acid

(D)Eicosatrienoic acid °
1. F 71308 e A5 8% 2R K £ #2 Urea cycle

(A)Alanine (B)Glutamate (C)Aspartate (D)Arginine °
12, ‘F-ﬁlj 157 # A & Glucogenic amino acid 7

(A)Alanine (B)Aspartic acid (C)Glutamic acid (D)Leucine -
13. F#44h % /2H 442 Purine ring 2 4 4 4%, °

(A)Aspartic acid (B)Glycine (C)Lysine (D) CO; ©
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14. F21% M tRNA 2 Bl £ 3% ? (A-RNA 20 FASA # 545

'S,

e

7R B IS (B)#E —18 4% Aminoacyl t-RNA synthetase & & #§ 20 #& 5%
A8t 48] tRNA £ (C)F =K B ¢ t-RNA € 3238 AUG codon
(D)Ribosome L&y A it & P &R 440 Aminoacyl t-RNA # 4 -
R 7 DNA replication F #477 % % 3% ? (A)Replication H & & 3° —+5
(B)Leading strand # B Continous # 2, (C)Lagging strand # H

Discontinous 7 #, (D)4 Lagging strand # sz, Okazaki fragment o
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Biochips
ELISA
SDS-PAGE
sIRNA

Transfection
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3. th # Starch, Cellulose, Glycogen = # % 48 ) 258248 £ 2k o

EBEHRERECSILE B9

L Vitamin E 4 Lipid peroxidation ¥ 2 A & R & &M o
kL EPA (Eicosapentaenoic acid) #2 AA (Arachidonic acid) Z 31

BRI -
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